
The same move, in two fields
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work in progress

Fast variables become functions of slow ones, so the model closes on a few slow variables.

In the rescue model

as the allele spreads, carriage and association
follow it along one curve

and well beyond it
any model in which microbes turn over
faster than hosts evolve

in prep.  ·  the QME reduction (rescue manuscript, in prep.); its link to the variance components is work in progress

share of hosts carrying the microbe

0

al
le

le
–m

ic
ro

be
as

so
ci

at
io

n

allele absent

allele at 50%

allele fixed


