
The same move, in two fields
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The same reduction applies wherever microbes turn over faster than hosts evolve.

In the rescue model

so the variance in host growth rate splits as

GA = (sg + epm)2 pg(1 −pg)
MA = (sm + epg)2 pm(1 −pm)
CA = 2 (sg + epm)(sm + epg)D

pm and D follow the curve
above, so all three depend
on pg alone

in prep.  ·  the QME reduction (rescue manuscript, in prep.); components from the QGMMT definitions on its curve: work in progress
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